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ALIGNER UNE SEQUENCE CONTRE UNE BANQUE 
DE SEQUENCES: FASTA, BLAST, PSI-BLAST

















BLAST

BLAST (Basic Local Alignment Search Tool)
allows rapid sequence comparison of a query
sequence against a database.

The BLAST algorithm is fast, accurate, 
and web-accessible.









Choose the BLAST program

Program Input Database
1

blastn DNA DNA
1

blastp protein protein
6

blastx DNA protein
6

tblastn protein DNA
36

tblastx DNA DNA
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